The carbapenem-hydrolyzing class D ␤-lactamase OXA-253 was identified in an Acinetobacter baumannii clinical isolate belonging to sequence type 113 (ST113) in Brazil. OXA-253 shares 93.8% amino acid identity with OXA-143. The bla OXA-253 gene is located on a ca. 20-kb plasmid. The genetic environment of the bla OXA-253 gene shares the highest identity with ubiquitous GR2 group plasmids usually carrying bla OXA-24/-40 genes.
was transferred to Escherichia coli TOP10 by electroporation. The resulting E. coli TOP10 strain harboring the plasmid of ca. 20 kb (pAb25) was selected on ticarcillin (50 g/ml) containing Trypticase soy agar. Plasmid DNA from E. coli TOP10 (pAb25) was used as the template for sequencing the 3.59-kb sequence encompassing the bla OXA-253 gene by primer walking, i.e., by using primers sequentially designed on the obtained sequence from the inside of the bla OXA-253 gene to the outside. Surprisingly, the genetic environment of the bla OXA-253 gene, with the open reading frames (ORFs) tonB, ORF2, ORF1, repAci2, and repB, differed greatly from that of the bla OXA-143 gene described previously (2) but showed 95% identity with that of the bla OXA-24/-40 gene of pABVA01 plasmid (GR2 group) from an A. baumannii strain from Italy (8) , although the bla OXA-253 gene shares only 88% nucleotide identity with the bla OXA-24/-40 gene (Fig. 2) . The bla OXA-253 gene was most probably integrated via the XerC/XerD recognition site, located between the bla OXA-253 gene and the replicase-coding gene repAci2, as recently described for other GR2 group plasmids carrying bla OXA-24/-40 -like genes in A. baumannii isolates (9) (Fig.  2) . The integration of the bla OXA-253 gene on this ubiquitous plasmid may facilitate the dissemination of this carbapenemase. In order to determine the role of OXA-253 in the carbapenem resistance of A. baumannii isolate 25, the natural plasmid harboring the bla OXA-253 gene was electroporated into the A. baumannii reference strain CIP 7010, and MICs of ␤-lactams for the resulting strain A. baumannii CIP 7010(pOXA-253) were determined by Etest ( Table 1) . MICs of carbapenems were the same for A. baumannii CIP 7010(pOXA-253) and for A. baumannii 25, confirming that OXA-253 on its own was able to confer carbapenem resistance.
In order to compare the ␤-lactam resistance profile conferred by each oxacillinase, OXA-143 and OXA-253 were produced in the same genetic background. The PCR amplicon encompassing the entire sequence of the bla OXA-143 gene was obtained with primers OXA-143A (5=-TACCTTCGGACGTTTGAAAGTTC-3=) and OXA-143B (5=-TAGCTCCCAATTTCCGTTTGG-3=), and that of the bla OXA-253 gene with primers OXA-253A (5=-AAGCCGACTT GTTTCAAAGTCGGC-3=) and OXA-253B (5=-ACTATTCGCAT GTTTAAGTGGCAC-3=). The corresponding genes were cloned in the same pTOPO vector (Qiagen, Courtaboeuf, France) under the same promoter and expressed in E. coli TOP10. MICs of the resulting strains E. coli TOP10(pTOPO-OXA-143) and E. coli TOP10(pTOPO-OXA-253) were determined by Etest. Comparison of MICs showed that OXA-253 conferred a higher level of resistance to carbapenems to E. coli TOP10 only than that conferred by OXA-143, with MICs being only 2-fold higher (Table 1) .
Multilocus sequence typing was performed using specific primers and conditions described in the A. baumannii multilocus sequence type (MLST) database of the Pasteur Institute (www.pasteur.fr /recherche/genopole/PF8/mlst/Abaumannii.html). MLST analysis showed that A. baumannii 25 belonged to ST113. Until now, this ST was not commonly recovered. Indeed, some A. baumannii isolates belonging to ST113 have been identified in Kuwait in 2013, containing plasmids harboring the bla GES-11 carbapenemase gene alone or coharboring the bla OXA-23 gene (10 (11) , emphasizing that the dissemination of this carbapenemase gene is not related to a single clone.
CRABs have become increasingly isolated in Brazil, with those carrying bla OXA-23 -like and bla OXA-143 -like genes being most prevalent (11) . As opposed to what occurs in the rest of the world, with the predominance of ST92/OXA-23 A. baumannii isolates, it seems that CRABs carrying bla OXA-23 -like and bla OXA-143 -like genes mainly belong to multiple STs and clonal complexes CC104, CC109, and CC113 in Latin American countries.
Nucleotide sequence accession number. The nucleotide sequence of the bla OXA-253 gene is available under GenBank accession number KF824909. 
